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Abstract
Background: The pathogenesis of dengue shock syndrome (DSS, grade 3 and 4) is not yet completely understood. Several
factors are reportedly associated with DSS, a more severe form of dengue infection that reportedly causes 50 times higher
mortality compared to that of dengue patients without DSS. However, the results from these reports remain inconclusive.
To better understand the epidemiology, clinical manifestation, and pathogenesis of DSS for development of new therapy,
we systematically reviewed and performed a meta-analysis of relevant studies that reported factors in both DSS and dengue
hemorrhagic fever (DHF, grade 1 and 2) patients.
Methods and Findings: PubMed, EMBASE, Scopus, Google Scholar, Dengue Bulletin, Cochrane Library, Virtual Health
Library, and a manual search of reference lists of articles published before September 2010 were used to retrieve relevant
studies. A meta-analysis using fixed- or random-effects models was used to calculate pooled odds ratios (OR) or event rate
with corresponding 95% confidence intervals. Assessment of heterogeneity and publication bias, meta-regression analysis,
subgroup analysis, sensitivity analysis, and analysis of factor-specific relationships were further performed. There were 198
studies constituting 203 data sets that met our eligibility criteria. Our meta-regression analysis showed a sustained
reduction of DSS/dengue hemorrhagic fever (DHF) ratio over a period of 40 years in Southeast Asia, especially in Thailand.
The meta-analysis revealed that age, female sex, neurological signs, nausea/vomiting, abdominal pain, gastrointestinal
bleeding, hemoconcentration, ascites, pleural effusion, hypoalbuminemia, hypoproteinemia, hepatomegaly, levels of
alanine transaminase and aspartate transaminase, thrombocytopenia, prothrombin time, activated partial thromboplastin
time, fibrinogen level, primary/secondary infection, and dengue virus serotype-2 were significantly associated with DSS
when pooling all original relevant studies.
Conclusions: The results improve our knowledge of the pathogenesis of DSS by identifying the association between the
epidemiology, clinical signs, and biomarkers involved in DSS.
Citation: Huy NT, Van Giang T, Thuy DHD, Kikuchi M, Hien TT, et al. (2013) Factors Associated with Dengue Shock Syndrome: A Systematic Review and MetaAnalysis. PLoS Negl Trop Dis 7(9): e2412. doi:10.1371/journal.pntd.0002412
Editor: Scott B. Halstead, Pediatric Dengue Vaccine Initiative, United States of America
Received December 22, 2012; Accepted July 26, 2013; Published September 26, 2013
Copyright: ß 2013 Huy et al. This is an open-access article distributed under the terms of the Creative Commons Attribution License, which permits unrestricted
use, distribution, and reproduction in any medium, provided the original author and source are credited.
Funding: This study was supported in part by the Global COE Program (2008–2012) and Japan Initiative for Global Research Network on Infectious Diseases (JGRID) for KH. The funders had no role in study design, data collection and analysis, decision to publish, or preparation of the manuscript.
Competing Interests: The authors declare that DHDT is employed by BBB Laboratory, PharmaCo-Cell Co. Ltd and there is no competing interest to claim. This
does not alter the authors’ adherence to all the PLoS Neglected Tropical Diseases policies on sharing data.
* E-mail: tienhuy@nagasaki-u.ac.jp (NTH); hiraken@nagasaki-u.ac.jp (KH)
. These authors contributed equally to this work.

DSS, and the mortality of DSS is reportedly 50 times higher than
that of dengue patients without DSS [4]. There are no licensed
vaccines or antiviral drugs against the disease, although some
potential solutions are currently being studied [5]. Early appropriate treatment, vector control, and educational program are the
only current methods to reduce mortality and global disease
burden [3,6,7,8]. Therefore, the World Health Organization
(WHO) encourages research based around markers of severity to
develop new tools and methods that can reduce the healthcare
burden of dengue infection in endemic countries.
Several factors associated with DSS have been reported in
individual studies [9,10,11]; however, the associations for some

Introduction
Dengue infection is a major health problem in tropical and
subtropical countries. Each year, more than 250,000 cases of
DHF/DSS are reported from an estimated 50 million dengue
infections [1]. Dengue disease ranges from asymptomatic or selflimiting dengue fever (DF) to severe dengue characterized by
plasma leakage (dengue hemorrhagic fever [DHF], grades 1 and 2)
that can lead to a life-threatening syndrome (dengue shock
syndrome [DSS], grades 3 and 4) [2]. Recently, severe dengue was
also defined by severe bleeding and/or severe organ impairment
[3]. Fatal cases of dengue infection mostly occur in patients with
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age (children or adult), or study design. Non-English reports were
translated into English by authors with the help of native
international students in Nagasaki University. The exclusion
criteria are shown in Figure 1.
When the title and abstract were not rejected by either reviewer,
the full text of the article was obtained via Nagasaki University
Library and carefully reviewed for inclusion by the two reviewers
(NTH, TVG). Inclusion or exclusion of each study was determined
by discussion and consensus between the two reviewers. When
disagreement occurred, a consensus decision was made following
discussion with a third reviewer (DHDT).
We further supplemented these searches with a manual search
of articles in the WHO Dengue Bulletin, reference lists, and
citation lists using the Scopus databases. For each identified factor,
we performed additional factor-specific searches by adding the
factor terms beside ‘‘dengue’’.

Author Summary
Dengue is one of the most common viral diseases
transmitted by infected mosquitoes. It may range from
asymptomatic or self-limiting dengue fever (DF) to severe
dengue characterized by plasma leakage (dengue hemorrhagic fever, DHF) and dengue shock syndrome (DSS).
Death from dengue infection occurs mostly in DSS, and
the mortality of DSS is reportedly 50 times higher
compared to that of dengue patients without DSS. Several
factors associated with DSS have been reported in
individual studies; however, the associations for some
factors are not observed consistently across studies.
Therefore, we conducted a systematic review of the
literature to clarify this issue. The study showed persons
with younger age, female sex, neurological signs, nausea/
vomiting, abdominal pain, gastrointestinal bleeding, increased hemoconcentration, ascites, pleural effusion,
hypoalbuminemia, hypoproteinemia, hepatomegaly, increased level of ALT or AST, thrombocytopenia, coagulation dysregulation, secondary infection, and infection of
dengue virus serotype 2 are more likely to have DSS. This
result improves our knowledge of the clinical manifestation and pathogenesis of DSS.

Data extraction
Data were extracted by one of two investigators (NTH, TVG),
and were checked by at least two of three reviewers (NTH, TVG,
DHDT). Disagreement was resolved via discussion and a
consensus reached between the three authors. A data extraction
form in an Excel file was developed by two authors (NTH, TVG)
based on a pilot review, extraction, and calibration of 20 randomly
selected studies. The data extracted included the first author, year
of publication, year of patient recruitment (the midpoint of the
study’s time period), study design (all case or case-control), data
collection (prospective or retrospective), assignment of patients
(consecutive or random), country and city of origin, hospital where
the patients were recruited, characteristics of the patient population (infant, children, adult), criteria of dengue infection
(confirmed or clinical diagnosis), criteria of DSS and DHF,
number of included individuals (DSS and control DHF), including
DF patients in the DHF group, description of blinded interpretation of factors, gender, and age at examination of included
individuals. Several types of data input for factors were extracted if
available and are fully described in the supplemental method
(Method S1). Papers published by the same research group and
studying the same factors were checked for potential duplicate
data based on the year of patient recruitment and hospital where
the patients were recruited. When duplications were noted, the
largest data set was used for our meta-analysis.
When several types of data or several methods were presented
for one particular factor, we extracted all data but used the one
with the least significant association (the nearest odds ratio [OR]
to one) if that factor was significantly associated with DSS after
meta-analysis. Otherwise, data with lowest and highest ORs
were pooled separately to get minimal and maximal odd ratios,
respectively. When data were available on different days of the
disease course, values at day 4, 3, 5, 2, and 6 were favored in
that order for analysis, because shock frequently occurs at day 4
and we emphasize the importance of the transition from DHF to
DSS.

factors are not observed consistently across studies [12,13,14,15].
Therefore, we conducted a systematic review and meta-analysis of
relevant studies to assess all reported factors associated with DSS.

Methods
Search strategy and study selection
Our study was performed according to the recommendations of
the PRISMA statement [16], which is available in supporting
information (Checklist S1). We had developed a protocol of methods
from June to August 2010, and our protocol can be assessed in our
homepage at: http://www.tm.nagasaki-u.ac.jp/hiraken/member/
file/n_tien_huy/protocol_of%20systemic_review_for_dengue3.pdf.
In September 2010, PubMed, Scopus, EMBASE, LILACS via
Virtual Health Library, Google Scholar, WHO Dengue
bulletin, Cochrane Library, and a manual search of reference
lists of articles were searched for suitable studies. The search
terms used for PubMed, EMBASE and Scopus were as follows:
‘‘dengue AND (shock OR DSS OR severity OR severe OR
‘‘grade IV’’ OR ‘‘grade III’’)’’. We used ‘‘dengue’’ to search in
LILACS and Cochrane Library. For the ‘‘Advanced Scholar
Search’’, we used ‘‘dengue’’ to fill in the field ‘‘with all of the
words’’, ‘‘shock OR DSS OR severity OR severe OR ‘‘grade
IV’’ OR ‘‘grade III’’’’ to fill in the field ‘‘with at least one of the
words’’, and ‘‘where my words occur’’ in the field ‘‘title of
article’’.
Two independent reviewers (NTH, TVG) initially scanned
primary titles and abstracts (when available) to select potential full
text articles for further scrutiny according to the inclusion and
exclusion criteria. The inclusion criteria were as follows: articles
with reported epidemiology, clinical signs, and laboratory parameters for dengue-infected patients with shock compared with DHF.
Since genetic markers are rarely reported for DSS groups [17,18],
we did not include these markers in this study. We used broad
criteria made by original studies’ authors for definition of dengue
infection, DSS, and DHF to increase the number of studies
included in our analysis. A subgroup analysis was used to
investigate the effect of this variation on the pooled results. No
restrictions were applied with respect to language, gender, patient
PLOS Neglected Tropical Diseases | www.plosntds.org

Quality assessment
Quality assessment was independently performed by two
authors (NTH, TVG). The quality of selected studies was assessed
using the combined criteria suggested by Pai et al. [19] and Wells
et al. [20], because these criteria can affect the accuracy of the
pooled effect size. The quality of each study included in the metaanalysis was determined across nine metrics: study design, full
description of characteristic of patient population (infant, children,
adult), data collection (prospective or retrospective), assignment of
the patient (consecutive or random), inclusion criteria, exclusion
2
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Figure 1. Flow diagram of the search and review process.
doi:10.1371/journal.pntd.0002412.g001

criteria, method quality (description and same method for DSS
and DHF groups), blinded interpretation of factors, and full
description of dengue diagnosis. The score system is available in

PLOS Neglected Tropical Diseases | www.plosntds.org

Table S1. Quality assessment was also performed by discussion
and consensus after the independent review of each study by two
authors (NTH, TVG).
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tation of across studies were conducted to give complement
information to p-value. Thus, statistical significance was defined
as p-value was ,0.05 (two-tailed test) or its 95%CI did not
overlap with the original one.

Meta-analyses
Meta-analyses for particular factors were performed using
Comprehensive Meta-analysis software version 2?0 (Biostat, NJ,
USA) where there was more than one study. Dichotomous and
continuous variables were analyzed to compute pooled odds ratio
(OR) and standardized mean difference, respectively when there
were two groups of DSS and DHF. The standardized mean
difference was then converted to OR according to the method of
Borenstein et al [21]. Both dichotomous and continuous variables
were combined to compute pooled odds ratio (OR) as previously
suggested [22] to increase the number of studies included in our
analysis. Therefore, the unit of continuous variables and the cutoff values of dichotomous and continuous variables were not
required in the pooling result. Higher frequency of dichotomous
variables and/or higher value of continuous variables in DSS
compared to DHF groups resulted in a positive association of the
particular variables with DSS. The event rate was pooled for the
proportion of DSS among DHF/DSS cases. Only cross-sectional
studies were included and DF patients in the DHF groups were
excluded for this analysis of DSS prevalence. The corresponding
95% confidence intervals (95% CI) of pooled effect size were also
calculated using a fixed-effects or random-effects model with
weighting of the studies [23]. A fixed-effects model with weighting
of the studies was used when there was a lack of significant
heterogeneity (p.0.10), while a random-effects model with
weighting of the studies was used when there was heterogeneity
between studies (p#0.10) [23].
Heterogeneity between studies was evaluated using the Q
statistic and I2-test. Heterogeneity was considered statistically
significant if the p-value was ,0?10 [24]. I2 values.25%, 50%, or
75% were considered to represent low, moderate, or high
heterogeneity, respectively [25].
To study the effect of covariates including total quality score,
each parameter of quality score system, area of studies, and
differences in definition of factors between studies (category/
continuous variables, diagnosis, and unit of measurement) on the
pooled effect size and the heterogeneity across studies, metaregression analysis and subgroup analysis of a combination one or
more groups were performed where there were eight or more
studies assessing a particular factor [26]. The effect of covariates
on the pooled effect size was considered significant when the pvalue was ,0?05 or its 95%CI did not overlap with the original
one.
To evaluate the presence of publication bias, we performed
Begg’s funnel plot [27] and Egger’s regression test [28,29] when
there were five or more studies assessing the association of a
particular factors with DSS. Publication bias was considered
significant when the p value was ,0?1. If publication bias was
found, the trim and fill method of Duvall and Tweedie was
performed by adding studies that appeared to be missing [30,31]
to enhance the symmetry [26]. The adjusted pooled effect size and
its 95% CI were computed after the addition of potential missing
studies.
We further performed a sensitivity analysis by removing each
study from the meta-analysis to investigate the effect of each
study on the association. Cumulative meta-analysis was also
carried out to test the effect of a few of the largest or smaller
studies on the effect size by repeatedly performing a metaanalysis each time a new study was added according to its
sample size (reversed variance of logOR or log of rate of event).
The p-value for multiple comparisons was not adjusted because
it may increase the likelihood of type II errors [32,33]. Instead,
to reduce the false discovery rate, a confidence interval, metaregression, subgroup analysis, sensitivity analysis, and interprePLOS Neglected Tropical Diseases | www.plosntds.org

Analysis of factor-specific relationships
Analysis of factor-specific relationships with DSS was also
performed when there were three or more categories reported for
a particular factor using the GraphPad Prism 5 (GraphPad
Software, Inc., San Diego, CA, USA). This analysis was performed
according to the dose-response relationship as previously reported
[34,35]. Briefly, the midpoint of each category for a particular
factor was assigned to plot against the natural logarithm of OR
(logOR) or rate of event. If no upper bound was available, we
assumed it to be the same amplitude as the preceding category.
When no lower bound was reported, we assigned it a value of zero.
We used a mixed-models analysis [36] to test a potential nonlinear
factor-specific relationship between factor and DSS by using
polynomial, sine wave, and exponential regression models
weighing on the sample study size. When the candidate models
were nested, we used likelihood ratio tests (F-test) to examine
whether the more complex model was a better fit. When
comparing two non-nested models, we used the Akaike information criterion [37], which indicates twice the number of
parameters of the model minus twice the maximized loglikelihood. The model with lowest Akaike information criterion
value was chosen for fitting.

Results
Systematic review
The initial screening of the databases for title and abstract
yielded 5612 papers, of which 798 papers were chosen for full text
reading. A total of 600 articles were excluded for one of the
reasons listed in Figure 1. Finally, 198 studies were selected for
final analysis with agreement between the two reviewers at 93%
(Cohen’s kappa = 0?810). Three selected studies separately reported data into two data sets of infants, children, and/or adult groups
[38,39,40], while one study divided data into three data sets of
infants, children, and adult groups [41]; hence a total of 203 data
sets were included in the final meta-analysis. Characteristics of the
included studies are outlined in Table S2. Most studies were
performed in Asia (n = 182); only 12, four, and five studies were
from the Caribbean, South American, and French Polynesia,
respectively. More studies were prospective (n = 150) than
retrospective or not mentioned (n = 53). A total of 88 studies were
case-control assessments and 115 were cross-sectional studies.
Eight studies included infants, 83 studies enrolled children, 22
studies recruited adults, 54 studies enrolled both infants and
children, 18 studies reported both children and adults, 14 studies
included all types of subject, and four studies did not provide this
information. Clinical diagnosis was used as for dengue infection
definition in 14 studies, while serology, PCR, and virus isolation
were used for confirmation of all dengue-infected patients in 170
studies. Fourteen studies did not report the criteria for dengue
infection. The classification of DSS and DHF varied across studies,
but most studies used the WHO 1997 criteria (n = 168), 28 studies
used the Nimmannitya criteria [42], while the other seven studies
simply classified the diseases as shock versus non-shock group
(Table S2).
In terms of the quality of included studies, agreement between
the two reviewers was 91% (Cohen’s kappa = 0?808). Two studies
scored the maximal points (9); the range of total points of included
studies was two to nine (Table S2).
4
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three studies in the Caribbean area lowered the heterogeneity
degree (p value for heterogeneity = 0?075, I2 = 27). Further,
removing one study from Colombia made the data homologous
(p value for heterogeneity = 0?489, I2 = = 0), but did not significantly affect the summary effect size.
Meta-regression and sub-analysis for several co-variables
including quality of study, year of publication, year of patient
recruitment, area/country of the study, study design (all case or
case-control), study that included DF patients in the DHF group,
data collection (prospective or retrospective), assignment of the
patient (consecutive or random), confirmed diagnosis of dengue,
different criteria of DSS and DHF, and characteristic of patient
population (infant, children, adult) were performed to evaluate the
effect of these co-variables on the summarized effect size and
heterogeneity (Table S5). The homogeneity was present when
pooling 16 studies in children with a positive correlation between
female and DSS (OR: 1?23; 95% CI: 1?03-1?51) and five studies in
adults with a significant association between female and DSS (OR:
1?32, 95% CI: 0?94-1?87). Moreover, subgroup analysis of 24
prospective studies showed an identical pooled OR 1?36 (95% CI:
1?17-1?59) with a homogenous characteristic (p value for
heterogeneity = 0?175, I2 = 21). Other co-variables including
quality of study, year of publication, year of patient recruitment,
area/country of the study, study design (all case or case-control),
study that included DF patients in the DHF group, assignment of
the patient (consecutive or random), confirmed diagnosis of
dengue, and different criteria of DSS and DHF did not affect
the summarized effect size and the heterogeneity. No evidence of
publication bias was found for female gender as a factor (Table 1).

A total of 242 factors were reported in at least one study. More
than half of them (n = 130) were available in only one study and
then were not assessed by meta-analysis, but the association with
DSS derived from the original study is shown in the Table S3.
There were 112 factors that were reported in two or more studies,
and the results of our meta-analysis including the references of
included studies for each factor are shown in Table S4. Among
112 factors, 72 factors were investigated in less than eight studies
and were not interpreted here because drawing a conclusion is
limited when there is very few included studies [26]. There is no
clear cut off point for the minimal number of studies included in a
meta-analysis to draw a conclusion. Cox et al suggest a description
of individual studies is better than a meta-analysis [43]. Several
studies chose eight as a cut off number for studies included in a
meta-analysis to perform a regression analysis [44] and assessment
of publication bias [45].
Finally, 40 factors were fully analyzed and interpreted when
there were eight or more studies assessing the particular factor. Of
these interpreted factors, 23 factors were found to be significantly
associated with DSS (Table 1).

Prevalence of DSS among DHF/DSS
In 80 published studies of cross-sectional design, our pooled
results showed that the proportion of DSS among DHF/DSS was
28?5% (95% CI: 24?7 - 32?6) with high heterogeneity (p-value for
heterogeneity ,0?001, I2 = 95). Sub-analysis further demonstrated
that DSS prevalence in adults (17?7%; 95% CI: 10?1 - 29?4; in 11
studies recruited only adults) was significantly lower than in
children (37?4%; 95% CI: 29?6 - 45?9; in 26 studies recruited only
children).
Meta-regression analysis showed a trend in the proportion of
DSS among DHF/DSS cases that gradually decreased over a
period of 40 years, but the trend was not statically significant
(p = 0?089, Figure 2A). However, after excluding three studies in
South America, the decreased trend became significant (p = 0?040,
Figure 2B). The decreased trend was significant for 49 studies in
Southeast Asia (p = 0?045, Figure 2C) and particularly steep for 23
studies in Thailand (p = 0?004, Figure 2F). The reduced trend was
also observed for 16 studies in South Asia but was not statistically
significant (p = 0?6, Figure 2D), probably due to the small number
and shorter duration of studies. The proportion of DSS among
DHF/DSS was low in Caribbean countries (pooled prevalence:
19?7%; 95% CI: 15?1 - 25?4; n = 7), explaining the non-significant
reduction in prevalence over a period of 25 years (p = 0?5,
Figure 2E). Other covariates including quality score, sample size,
area, country, study design, data collection, different inclusion
criteria for DHF, different inclusion criteria for DSS, assignment
of the patient (consecutive or random), blinded interpretation of
factors, and confirmation of dengue diagnosis had no effect on the
pooled prevalence and heterogeneity across studies in Southeast
Asia and Thailand, separately. No evidence of publication bias
was found using Begg’s funnel plot [27] and Egger’s regression test
[28,29].

Age factor
Pooled odds ratio showed that age was negatively associated
with DSS (OR: 0?50, 95% CI: 0?36 - 0?70). However, pooling all
studies gave high heterogeneity and publication bias (p,0?001),
probably due to large variation of population age in the studies
(children/adults). Adding 13 missing studies on the left to enhance
the symmetry using the trim and fill method of Duvall and
Tweedie (random effect) gave a stronger association with DSS
(adjusted OR: 0?27, 95% CI: 0?17-0?42). Because only five and
two studies investigated adults and infants, respectively, we could
not analyze the age factor in these sub-groups. Pooling 26 studies
of children gave a negative association with DSS (OR: 0?67, 95%
CI: 0?54 - 0?84).
We further investigated the average age of children in DSS and
DHF groups in South East Asia. The difference in average age was
slightly wider over a period of 40 years, but the trend was not
statistically significant (p = 0?37, Figure 3A). There was strong
evidence of increasing average age of children in both DSS and
DHF groups in this area (p,0?05, Figure 3B–C), agreeing with a
previous study [46]. The age increase of DHF children
(slope = 0?084) was slightly faster than that of DSS (slope = 0?067).

Nutritional status
Upon pooling nine studies, malnutrition was positively associated with DSS (OR: 1?19, 95% CI: 1?00-1?41, Figure 4A). No
evidence of heterogeneity was found for malnutrition (p = 0?37,
I2 = 8), but publication bias was observed by an asymmetric funnel
plot (figure 4B) and Egger’s test (p = 0?03, Table 1). The definition
of malnutrition differed between studies: three studies did not
provide definitions [47,48,49]; one study used weight-for-height
[50], while other five [15,51,52,53,54] used weight-for-age to
assess this factor. Removing any subgroups of no definition and
weight-for-height did not affect the association. Furthermore, subanalysis of five studies using the weight-for-age also gave a positive

Gender difference
Meta-analysis of 37 studies for gender difference showed a
significant association with DSS (OR: 1?37, 95% CI: 1?17-1?60).
Removing any study among selected studies had little effect on the
pooled OR (Table 1). Cumulative meta-analysis by repeated metaanalyses each time a new study was added according to sample size
demonstrated that this significant association was established
without the 17 largest studies. This finding suggested a strong
association between female gender and DSS. Significant heterogeneity was found among studies of females; however, removing
PLOS Neglected Tropical Diseases | www.plosntds.org
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Table 1. Meta-analysis of the association between significant factors and the risk of DSS.

Number of
study

Variable

#

Total
sample size
(DSS/DHF)

Heterogeneity

Model

p-value

I

2

Egger’s
2-tailed bias
p-value

Association with DSS

p-value

Odds ratio (95% CI)

Largest p-value
after removing
any single study

37

1957/4258

0?063

28

Random

,0?001

1?37(1?17 - 1?60)

,0?001

0?63

Age (year){

37

2927/6400

,0?001

90

Random

,0?001

0?50(0?36 - 0?70)
0?27(0?17-0?42)a

,0?001

0?009

Malnutrition#

9

1689/3449

0?37

8

Fixed

0?05

1?19(1?00-1?41)
1?37(1?18-1?59)a

0?863

0?03

Normal nutrition#

9

1616/3398

0?26

21

Fixed

0?03

0?87(0?77-0?99)

0?20

0?43

Neurological signs#

15

859/1891

,0?001

82

Random

0?003

4?66(1?70 - 12?8)

,0?01

0?42

Vomiting/Nausea#

14

839/1391

0?42

3

Fixed

0?001

1?43(1?15 - 1?78)

,0?01

0?82

17

2340/4986

0?014

48

Random

,0?001

2?26(1?76 - 2?89)

,0?001

0?17

Gender (female)

Abdominal pain#
#

18

786/1317

0?52

0

Fixed

,0?001

1?84(1?42 - 2?39)

,0?001

0?58

Hemoconcentration*

38

2847/5214

,0?001

71

Random

,0?001

2?61(2?02 - 3?37)

,0?001

0?54

Pleural effusion*

18

1757/3860

,0?001

77

Random

,0?001

10?4(5?47 - 19?6)
15?8(7?95 - 31?6)a

,0?001

0?07

Ascites#

12

373/763

,0?001

76

Random

,0?001

5?92(5?42 - 14?5)

,0?001

0?99

Hypoalbuminemia*

13

1662/3461

,0?001

81

Random

,0?001

4?34(2?51 - 7?52)

,0?001

0?34

Gastrointestinal bleeding

6

Hypoproteinemia*

8

178/276

0?021

58

Random

0?009

2?45(1?25- 4?81)

,0?05

0?35

Hepatomegaly*

28

4130/8906

,0?001

84

Random

,0?001

3?10(2?18 - 4?41)

,0?001

0?19

ALT*

26

2772/6281

,0?001

82

Random

,0?001

2?15(1?47 - 3?15)

,0?001

0?21

AST*

26

2772/6281

,0?001

89

Random

,0?001

2?08(1?39 - 3?12)

,0?005

0?13

Thrombocytopenia (Low platelet count)*

47

2801/7172

,0?001

79

Random

,0?001

2?64(1?95 - 3?59)

,0?001

0?15

15

1661/3713

,0?001

68

Random

,0?001

2?83(1?84 - 4?37)

,0?001

0?96

13

1557/3678

,0?001

93

Random

,0?001

6?81(2?83 - 16?4)
5?18(2?19 - 12?2)a

,0?001

0?017
0.53

Fibrinogen level*

9

185/456

,0.001

83

Random

,0.001

0.13(0.05- 0.35)

0.001

DENV-2#

20

1008/2240

,0?001

62

Random

0?019

1?66(1?09 - 2?55)

0?064

0?91

Primary infection#

37

1251/2696

0?67

0

Fixed

,0?001

0?47(0?37 - 0?60)

,0?001

0?76

Secondary infection#

40

1731/2989

,0?001

57

Random

0?001

1?75(1?26 - 2?42)

,0?005

0?84

Pooled ORs with corresponding 95% CIs of the published results were calculated where more than one study had investigated the marker.
*Factor was presented as both dichotomous (frequency of higher values) and continuous (higher value) variables.
#
Factor was presented as a dichotomous (frequency of higher values) variable.
{
Factor was presented as a continuous variable.
a
adjusted odds ratio calculated after the addition of potential missing studies using the trim and fill method of Duvall and Tweedie.
Hemoconcentration was defined as an increase of hematocrit and presented as both dichotomous (frequency of higher values) and continuous (higher value) variables.
Neurological signs (any signs) were defined as patients had any signs of convulsion, decreased consciousness, drowsiness, and lethargy.
A particular dengue serotype infection was defined as a dichotomous variable versus infection with another DENV serotype (e.g., DENV-2 vs. non-DENV-2). Only studies investigated all four strains were included for the analysis.
doi:10.1371/journal.pntd.0002412.t001
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Figure 2. Meta-regression analysis between the proportion of DSS among DHF/DSS cases and year of recruitment. All studies (A).
Sub-regression analysis of all studies except three studies in South America (B), 49 studies in Southeast Asia (C), 16 studies in South Asia (D), seven
studies in Caribbean countries (E), and 23 studies in Thailand (F). The logit event rate was calculated as follow: logit event rate = ln[event rate/(1 2
event rate)]. The Y-axis on the right shows the proportion of DSS patients amongst DHF/DSS patients. Each circle represents a data set in the metaanalysis, and the size of the circle is proportional to study weighting.
doi:10.1371/journal.pntd.0002412.g002

association with DSS (OR: 1?29, 95% CI: 1?05-1?58) without any
evidence of publication bias. However, removal of the largest
study [15] eliminated the association of malnutrition and DSS
(OR: 0?97, 95% CI: 0?76-1?25, Figure 4C) and publication bias
(p = 0?12, Figure 4D).
Normal nutrition was inversely linked with DSS in nine studies
(OR: 0?87, 95% CI: 0?77-0?99) without evidence of heterogeneity
(p = 0?26, I2 = 21) or publication bias (p = 0?43). No report

PLOS Neglected Tropical Diseases | www.plosntds.org

significantly demonstrated a positive association of this factor with
DSS, while one study showed a negative association with DSS
[50]. Two studies did not give definition of normal nutrition
[47,49]; two study used weight-for-height [50,55], while other five
[15,51,52,53,54] used weight-for-age to assess this factor. Removing the subgroup of no definition [47,49] gave a significant
association with DSS (OR: 0?86, 95% CI: 0?76-0?98) with very
low heterogeneity (p = 0?42, I2 = 0) and without publication bias

7
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Figure 3. Meta-regression analysis between children’s age and DSS association over year of recruitment in South East Asia. (A)
Difference in mean age between DSS and DHF groups; (B) Average age of DSS children over year of recruitment in South East Asia; (C) Average age of
DHF children over year of recruitment in South East Asia. Each circle represents a data set in the meta-analysis, and the size of the circle is
proportional to study weighting.
doi:10.1371/journal.pntd.0002412.g003

(p = 0?83). However, thought sub-analysis of five studies using the
weight-for-age still gave an OR ,1 but the statistical significant
association was lost (OR: 0?92, 95% CI: 0?80-1?05). Furthermore,
a sensitivity analysis showed that removing any of three studies of
Junia et al [50], Kalayanarooj et al [15], or Pham et al [55]
resulted in a loss of statistical association but the ORs were less
than one (0?05,p,0?2).
Obesity/overweight was not associated with DSS in eight
studies (OR: 1?31, 95% CI: 0?91-1?88). No evidence of
heterogeneity or publication bias was found for this factor. One
study assessed the obesity/overweight using weight-for-height
[50], two studies did not defined the criteria of obesity/overweight
[47,49], while other five studies assessed this factor using weightfor-age. Removing any or all studies by Junia et al [50], Widagdo
et al [47], and Basuki et al [49] did not affect the pooled result. No
effect of quality score and sample size of included studies on
pooled results were observed for three nutritional factors.

Neurological signs
Neurological signs were defined as any sign of restlessness,
irritability, dizziness, drowsiness, stupor, coma, or convulsion.
Meta-analysis of 15 studies gave a high pooled OR of 4?66 (95%
CI: 1?70-12?8) with high degree of heterogeneity. Subgroup
analysis of five studies in Thailand revealed a relative stronger
correlation with DSS (OR: 12?7, 95% CI: 6?67-24?3) without
evidence of heterogeneity (p = 0?42, I2 = 0). Similarly, summary of
seven case-control studies showed a slightly stronger association of
encephalopathy with DSS (OR: 5?31, 95% CI: 2?68-10?5) without
evidence of heterogeneity (p = 0?25, I2 = 24). Sub-group analysis of
nine studies with consecutive or random enrolment showed high
heterogeneity (p,0?001, I2 = 89) and non-association with DSS
(OR: 3?13, 95% CI: 0?73-13?4). However, removing the study of
Kamath et al [56] lowered the heterogeneity (p,0?004, I2 = 67)
and made the factor strongly associated with DSS (OR: 5?39, 95%
CI: 2?13-13?7). Other co-variables (quality of study, year of

Figure 4. Association of nutritional factors and DSS. (A) Meta-analysis forest plot showing the pooled ORs of malnutrition for association of
DSS with 95% CIs using fixed effect models. (B) Funnel plots of publication bias for malnutrition. Each blue circle represents each study in the metaanalysis, forming an asymmetric funnel plot with a pooled log OR (blue rhombus). Five missing studies (red symbols) were added in the right site to
make the graph more symmetric and gave an adjusted log OR (red rhombus), which was higher than the original one. (C) Meta-analysis forest plot of
malnutrition after removing the largest study. (D) The asymmetric funnel plot of malnutrition became symmetric after removing the largest study. (E)
Sensitivity analysis by removing each study showing the pooled association of normal nutrition with DSS without any particular removed study to
investigate the effect of each study on the association.
doi:10.1371/journal.pntd.0002412.g004
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publication, year of patient recruitment, study that included DF
patients in the DHF group, confirmed diagnosis of dengue, and
different criteria of DSS and DHF) did not affect the summarized
effect size or heterogeneity. No evidence of publication bias was
found for this factor.

model (straight line) was the best fit compared to the second
order polynomial, sine wave, and exponential regression
models. The fitted trend revealed an increase of logOR at
20?5% (95% CI: 4?65-36?36) for every 1% increment of Hct
(Figure 5A).

Digestive factors

Hepatic manifestations

Among digestive factors, vomiting/nausea and abdominal pain
were identified as associated factors for DSS in 14 (OR: 1?43, 95%
CI: 1?15-1?78) and 17 (OR: 2?26, 95% CI: 1?76-2?89) studies,
respectively. No evidence of heterogeneity was found for
vomiting/nausea, while clear evidence of heterogeneity
(p = 0?014, I2 = 48) was found for abdominal pain. Cumulative
analysis of abdominal pain showed that the eight smallest studies
were enough to get a significant association with DSS. Removal of
one outlier study [57] eliminated the heterogeneity across studies
(p = 0?15, I2 = 27), but did not significantly affect the pooled result
(OR: 1?92, 95% CI: 1?72-2?14). Sub-group analysis of abdominal
pain studies that used WHO criteria for DSS and DHF also
provided a homogenous result, probably due to loss of the outlier
study [57]. Meta-regression analysis revealed an increased
association with DSS according to publication year (p = 0?049)
and quality score (p = 0?004), suggesting a possible underestimated OR when pooling low-quality and early studies for
abdominal pain.

Pooling 26 studies for both alanine transaminase (ALT) and
aspartate transaminase (AST) resulted in summary ORs of 2?15
(95%CI: 1?47-3?15, p,0?001) and 2?08 (95%CI: 1?39-3?12,
p,0?001), respectively. Cumulative analysis showed that removing
at least 11 and 7 of the largest studies was needed to change ALT
and AST, respectively, into factors not associated with DSS,
indicating a strong association between those two parameters and
DSS. There were no effects of co-variables on the pooled OR and
heterogeneity for ALT. A subgroup analysis for AST across nine
studies in South Asia showed homogeneity but an identical effect
size (OR: 2?19, 95% CI: 1?33-3?61). There were a decreasing
trend of OR for AST over the recruitment year and publication
year of studies; however, after removal of two earliest studies
[60,61], the effect of recruitment year and publication year on OR
was lost, suggesting the two early studies overestimated the
association with DSS.
Hepatomegaly was strongly associated with DSS after pooling
28 relevant studies (Table 1). Significant heterogeneity among subgroups remained, and no effect of co-variables on pooled effect
size was found. No evidence of publication bias was found.

Bleeding signs
Gastrointestinal bleeding was identified as a positive associated factor for DSS (pooled OR: 1?84, 95% CI: 1?42-2?39),
while positive tourniquet test, skin hemorrhages, petechiae,
hematuria, and hemoptysis were not associated after pooling
more than 10 studies (Table S4). No evidence of heterogeneity
was found in 18 studies of gastrointestinal bleeding. No
associations between DSS and ecchymoses/purpura and gum
or nose bleeding were found in eight and nine studies,
respectively, further suggesting that skin and mucosal bleeding
were not associated with DSS.

Blood cells
A negative association of blood platelet count was demonstrated by pooling 47 studies. The relationship between DSS
and blood platelet count is shown in the (Figure 5B). Based on
the F-test and the Akaike information criterion values [37], the
relationship between the logOR and blood platelet count was
best interpreted by a linear equation with a raise of logOR at
33?2% (95% CI: 20?3-46?1) for every 10,000 platelet cells
decrement. White blood cells and leukopenia were not
associated with DSS in the meta-analysis of 15 and nine studies,
respectively (Table S4).

Plasma leakage signs
All plasma leakage signs (hemoconcentration, pleural effusion, ascites, hypoalbuminemia, and hypoproteinemia), with
more than nine studies for each factor, were strongly associated
with DSS after pooling relevant studies (Table 1). Significant
heterogeneity among sub-group analysis for studies of pleural
effusion, ascites, and hepatomegaly remained, and no effect of
co-variables on the pooled effect size was found on those factors.
Only subgroup analysis for hemoconcentration in South Asia
revealed homogeneity across 10 studies without significant
change of effect size (OR: 1?77, 95% CI: 1?27, 2?46). After
removal of two outliers [58,59] from 13 primary studies, the
summary result of hypoalbuminemia became homogenous
without significant changes in the OR. Meta-regression analysis
showed that early or low-quality studies significantly overestimated the pooled OR for hypoalbuminemia; however, the
summary effect size was not significantly changed after
removing the four earliest studies or lowest quality studies.
Evidence of publication bias was present for pleural effusion
using Egger’s test (p = 0?007, Table 1). Adding four missing
studies to enhance the symmetry using the trim and fill method
of Duvall and Tweedie (random effect) gave a stronger
association with DSS (original pooled OR: 10?4, 95% CI:
5?47-19?6; adjusted OR: 15?8, 95% CI: 7?95-31?6).
We further plotted the logOR against hematocrit (Hct)
categories. The result showed that a first order polynomial
PLOS Neglected Tropical Diseases | www.plosntds.org

Coagulators
Meta-analysis of coagulators showed a positive association
between DSS and prolonged prothrombin time (PT) and
activated partial thromboplastin time (APTT). One study [62]
only reported risk ratio and could not be combined with other
the 15 studies for both factors. However, this study also
suggested a positive association with DSS, agreeing with the
pooling effect size of the other 15 studies. Heterogeneity
disappeared after removing two outliers regarding PT factor
[63,64] or computing values only in the infant/children group,
but the summary OR was unchanged. Subgroup analysis for
APTT factor showed homogenous results in children’s group.
Evidence of publication bias was present using Egger’s test
(p = 0?017, Table 1). Adding one missing study to enhance the
symmetry using the trim and fill method of Duvall and Tweedie
gave a similar result (adjusted OR: 5?18, 95% CI: 2?19-12?2).
Inverse associations between DSS and fibrinogen level were
found in nine studies (Table 1).

Viral factors
Primary infection was reported as an inverse associated factor in
two of 37 studies (Table 1). However, most of the ORs were
consistently less than one, and pooling of 37 studies gave a strong
10
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Figure 5. Association between DSS and Hct level (A) or platelet count (B). Each symbol represents each category of Hct or platelet in each
included study. Straight lines are the fitted first order polynomial models.
doi:10.1371/journal.pntd.0002412.g005

negative association with DSS (OR: 0?47, 95% CI: 0?37- 0?60,
p,0?0001) without evidence of heterogeneity. Cumulative analysis
by repeatedly pooling each time after adding a new study
according to sample size showed that an inversely significant
association was established without the 28 largest studies, further
supporting a strong inverse association between primary infection

PLOS Neglected Tropical Diseases | www.plosntds.org

and DSS. Meta-regression analysis revealed a significant decreased
OR of DSS in larger studies (p-value for slope = 0?036), and no
effect of other co-variables on the summary effect. Meta-analysis
of 40 studies for secondary infection gave a positive association
with DSS with high degree of heterogeneity (Table 1). In the
sensitivity analysis, the summary OR was not significantly
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Figure 6. Meta-analysis of DENV-2 serotype including subgroup analysis in each country (A) and all countries beside Thailand (B).
(A) Meta-analysis forest plot showing the pooled odd ratio of individual countries (orange symbol) and overall countries (red symbol) for association
of DSS with 95% confidence intervals using mixed effect models. (B) The pooled odds ratio in subgroup analysis of all countries excluding Thailand
indicated that DENV-2 was not significantly associated with DSS in these areas. The size of the symbol is proportional to study.
doi:10.1371/journal.pntd.0002412.g006

affected by any co-variable and when excluding any study or the
six largest studies.
Dengue virus serotype 2 (DENV-2) was found to be an
associated factor for DSS (OR: 1?66, 95% CI: 1?09 - 2?55),
whereas DENV-1, DENV-3, and DENV-4 were not significantly
associated with DSS after pooling the whole population. Significant heterogeneity among studies of these serotypes was found.
However, subgroup analysis of eight DENV-2 studies in Thailand
showed a homogenous result with a slightly higher association with
DSS (OR: 1?99, 95% CI: 1?63 - 2?43), but no association between
DSS and DENV-2 in other individual countries or in all countries
after excluding Thailand (Figure 6).

platelet count’’ is a warning sign for dengue severity [3]. Using a
value-specific analysis, we demonstrated that the logarithm scale of
OR for DSS over DHF was increased 33% for every 10,000
platelet cells decrement. More studies on the association of kinetic
platelet count with the risk of dengue severity are recommended to
define the ‘‘rapid drop in platelet count’’ and predict the patients
who will develop the severity.
Our results further confirm a positive association of DSS with
secondary dengue infections, probably related to the role of
antibody-dependent enhancement in DSS pathogenesis. We found
that DENV-2 was associated with DSS in Thailand, but not in
other countries. This could be due to differences in primary/
secondary infections, a highly virulent Asian DENV-2 genotype
circulating in Thailand [71], ethnic factors, or the small number
studies in other countries. Future studies need to analyze the risk of
DSS in separate primary or secondary infected patients and
simultaneously detect four DENV strains.
One limitation of our study is that the effect of primary/
secondary infection, data during epidemics, other underlying
diseases, and early treatment could not be assessed because of
limited information provided in the included studies. Secondly, the
variability in study designs, diagnoses, population selection, and
severity definitions [72] could limit the interpretation of our
results. In addition, several factors, particularly cytokines and lipid
profiles, were found to be associated with DSS, but the number of
studies was small [11]. Thus, the results for these factors must be
interpreted with caution and more studies are required to validate
them. Thirdly, we transformed standardized mean difference to
OR based on the assumption that the continuous data had a
logistic distribution [21]. Though the method is reportedly
reasonable [73], some continuous could have skewed distribution.
However, our sensitivity analyses showed that separately pooling
studies with category and continuous variables, respectively, did
not affect the summarized effect size and the heterogeneity (Table
S5). Fourthly, the results of Figure 5 should be interpreted with
caution because of ‘ecological fallacy’, which happen when the
relationship between risks of DSS with particular factors across
studies could be different from that relationship within studies
[26]. Another limitation of the study is that we could not
investigate the factors in a time-course profile in which a factor
may change quickly before and after defervescence, potentially
leading to high heterogeneity across studies.
In conclusion, although some factors were found to have
contradictory effects, this meta-analysis identified significant
associations between 21 factors (including age, female sex,
neurological signs, nausea/vomiting, abdominal pain, gastrointestinal bleeding, hemoconcentration, ascites, pleural effusion,
hypoalbuminemia, hypoproteinemia, hepatomegaly, levels of
alanine transaminase and aspartate transaminase, thrombocytopenia, prothrombin time, activated partial thromboplastin time,
fibrinogen level, primary/secondary infection, and DENV-2) and
DSS. These results may improve the understanding of the
epidemiology, clinical manifestation, and pathogenesis of DSS.

Discussion
Our meta-analysis indicated a sustained reduction of DSS/
DHF ratio in Southeast Asia, suggesting an improvement in
clinical recognition and management over the 40-year period
(Figure 3). This improvement may have been due to educational
programs and early treatment of rehydration [65]. The upward
shift of average age in South East Asia (Figure 3) and previous
study [46]), coupled with the lower risk of DSS in older age [4,66]
could be another reason for the reduction of DSS/DHF ratio over
this period. It is well known that young children have an increased
risk of severe dengue infection [4,55], probably due to a
combination of timing of secondary infection, development of
protective immune responses after infection with four strains [67],
and increased microvascular fragility in younger children [68].
Our pooled result of 37 studies further strengthened the negative
association of age with DSS.
It is thought that normal nutrition is a risk factor of DSS, while
malnutrition is a protective factor due to suppressed immune
activation in malnourished children [12,13,14]. However, both
factors had conflicting effects on DSS risk in previous studies [15],
and our pooled results of all relevant studies suggested that
malnutrition was a positive associated factor for DSS, while
normal nutrition helped protect against DSS. However, these
associations should be interpreted with caution, because removal
of one particular study led to a loss of statistical association of DSS
with both factors. Thus, more well-designed prospective studies
using both weight-for-height and weight-for-age for nutritional
status [69] are required to confirm these results.
The association between being female gender and risk of DSS is
not fully understood, but may be explained by gender differences
in seeking healthcare as well as physical characteristics [4]. Several
manifestations of neurological disorders and liver damage were
found to be strongly associated with DSS in our meta-analysis,
probably due to the sequelae of shock, systemic inflammation, and
direct viral invasion into the organs [70]. As expected, DSS was
associated with signs of plasma leakage including hemoconcentration, pleural effusion, ascites, hypoalbuminemia, and hypoproteinemia to varying degrees. Based on the curve fitting for the
included studies, the logarithm scale for the OR was raised
approximately 20% for every 1% increment of Hct.
Notably, only gastrointestinal bleeding was found to be
associated with DSS, while other cutaneous and mucosal bleedings
were not. Thrombocytopenia is a well-known marker of dengue
severity. The WHO recently suggested that a ‘‘rapid drop in
PLOS Neglected Tropical Diseases | www.plosntds.org

Supporting Information
Checklist S1 PRISMA 2009 checklist.

(DOC)
13

September 2013 | Volume 7 | Issue 9 | e2412

Associated Factors of Dengue Severity

Method S1

Format of data extraction.

published results were calculated where more than one study had
investigated the factor.
(DOC)

(DOC)
Table S1 Scoring system for quality assessment of
selected studies.
(DOC)

Table S5 Sensitivity and sub-analysis of co-variables on
the effect size and heterogeneity.
(DOC)

Characteristic of studies included in this
meta-analysis.
(DOC)

Table S2

Acknowledgments
We thank Dr. Richard Culleton from Malaria Unit, Institute of Tropical
Medicine, Nagasaki University, Nagasaki, Japan, for his help in editing the
manuscript.

Factors that was only investigated in one
study or several studies that cannot be extracted. The
association of the factor with DSS was derived from the original
study.
(DOC)
Table S3

Author Contributions
Conceived and designed the experiments: NTH TVG KH. Performed the
experiments: NTH TVG DHDT. Analyzed the data: NTH TVG DHDT
MK TTH JZ KH. Contributed reagents/materials/analysis tools: NTH
TVG DHDT MK TTH JZ KH. Wrote the paper: NTH TVG KH.

Meta-analysis of DSS with factors that were
investigated in at least two studies. Pooled odds ratios (OR)
with corresponding 95% confidence intervals (95%CI) of the
Table S4

References
1. Gibbons RV, Vaughn DW (2002) Dengue: an escalating problem. Bmj 324:
1563–1566.
2. WHO (1997) World Health Organization. Dengue haemorrhagic fever:
Diagnosis, treatment, prevention and control. Geneva: World Health Organization.
3. WHO (2009) World Health Organization. Guidelines for diagnosis, treatment,
prevention and control; Organization WH, editor. Geneva: World Health
Organization.
4. Anders KL, Nguyet NM, Chau NV, Hung NT, Thuy TT, et al. (2011)
Epidemiological factors associated with dengue shock syndrome and mortality in
hospitalized dengue patients in Ho Chi Minh City, Vietnam. Am J Trop Med
Hyg 84: 127–134.
5. Gubler DJ (2011) Dengue, Urbanization and Globalization: The Unholy Trinity
of the 21(st) Century. Trop Med Health 39: 3–11.
6. Wilder-Smith A, Ooi EE, Vasudevan SG, Gubler DJ (2010) Update on dengue:
epidemiology, virus evolution, antiviral drugs, and vaccine development. Curr
Infect Dis Rep 12: 157–164.
7. Kalayanarooj S (2011) Clinical Manifestations and Management of Dengue/
DHF/DSS. Trop Med Health 39: 83–87.
8. Al-Muhandis N, Hunter PR (2011) The value of educational messages
embedded in a community-based approach to combat dengue Fever: a
systematic review and meta regression analysis. PLoS Negl Trop Dis 5: e1278.
9. Martina BE, Koraka P, Osterhaus AD (2009) Dengue virus pathogenesis: an
integrated view. Clin Microbiol Rev 22: 564–581.
10. Ha TT, Huy NT, Murao LA, Lan NT, Thuy TT, et al. (2011) Elevated levels of
cell-free circulating DNA in patients with acute dengue virus infection. PLoS
One 6: e25969.
11. Srikiatkhachorn A, Green S (2010) Markers of dengue disease severity. Curr
Top Microbiol Immunol 338: 67–82.
12. McBride WJ, Bielefeldt-Ohmann H (2000) Dengue viral infections; pathogenesis
and epidemiology. Microbes Infect 2: 1041–1050.
13. Ranjit S, Kissoon N (2011) Dengue hemorrhagic fever and shock syndromes.
Pediatr Crit Care Med 12: 90–100.
14. Guzman MG, Halstead SB, Artsob H, Buchy P, Farrar J, et al. (2010) Dengue: a
continuing global threat. Nat Rev Microbiol 8: S7–16.
15. Kalayanarooj S, Nimmannitya S (2005) Is dengue severity related to nutritional
status? Southeast Asian J Trop Med Public Health 36: 378–384.
16. Liberati A, Altman DG, Tetzlaff J, Mulrow C, Gotzsche PC, et al. (2009) The
PRISMA statement for reporting systematic reviews and meta-analyses of studies
that evaluate health care interventions: explanation and elaboration. J Clin
Epidemiol 62: e1–34.
17. Lan NT, Hirayama K (2011) Host genetic susceptibility to severe dengue
infection. Trop Med Health 39: 73–81.
18. Nguyen TP, Kikuchi M, Vu TQ, Do QH, Tran TT, et al. (2008) Protective and
enhancing HLA alleles, HLA-DRB1*0901 and HLA-A*24, for severe forms of
dengue virus infection, dengue hemorrhagic fever and dengue shock syndrome.
PLoS Negl Trop Dis 2: e304.
19. Pai M, McCulloch M, Enanoria W, Colford JM, Jr. (2004) Systematic reviews of
diagnostic test evaluations: What’s behind the scenes? ACP J Club 141: A11–13.
20. Wells GA, Shea B, O’Connell D, Petersen J, Welch V, et al. (2010) The
Newcastle-Ottawa Scale (NOS) for assessing the quality of nonrandomized
studies in meta-analyses. . http://wwwohrica/programs/clinical_epidemiology/
oxfordhtm.
21. Borenstein M, Hedges LV, Higgins JPT, Rothstein HR (2009) Introduction to
Meta-Analysis. Chapter 7: Converting Among Effect Sizes: John Wiley and
Sons, Ltd, Chichester, UK.

PLOS Neglected Tropical Diseases | www.plosntds.org

22. Borenstein M, Hedges LV, Higgins JPT, Rothstein HR (2005) Comprehensive
meta-analysis version 2. Englewood, NJ: Biostat.
23. Munafo MR, Flint J (2004) Meta-analysis of genetic association studies. Trends
Genet 20: 439–444.
24. Zintzaras E, Lau J (2008) Synthesis of genetic association studies for pertinent
gene-disease associations requires appropriate methodological and statistical
approaches. J Clin Epidemiol 61: 634–645.
25. Higgins JP, Thompson SG, Deeks JJ, Altman DG (2003) Measuring
inconsistency in meta-analyses. Bmj 327: 557–560.
26. Thompson SG, Higgins JP (2002) How should meta-regression analyses be
undertaken and interpreted? Stat Med 21: 1559–1573.
27. Begg CB, Mazumdar M (1994) Operating characteristics of a rank correlation
test for publication bias. Biometrics 50: 1088–1101.
28. Peters JL, Sutton AJ, Jones DR, Abrams KR, Rushton L (2006) Comparison of
two methods to detect publication bias in meta-analysis. Jama 295: 676–680.
29. Egger M, Davey Smith G, Schneider M, Minder C (1997) Bias in meta-analysis
detected by a simple, graphical test. Bmj 315: 629–634.
30. Duval S, Tweedie R (2000) Trim and fill: A simple funnel-plot-based method of
testing and adjusting for publication bias in meta-analysis. Biometrics 56: 455–
463.
31. Mengoli C, Cruciani M, Barnes RA, Loeffler J, Donnelly JP (2009) Use of PCR
for diagnosis of invasive aspergillosis: systematic review and meta-analysis.
Lancet Infect Dis 9: 89–96.
32. Perneger TV (1998) What’s wrong with Bonferroni adjustments. Bmj 316: 1236–
1238.
33. Nakagawa S (2004) A farewell to Bonferroni: the problems of low statistical
power and publication bias. Behavioral Ecology 15: 1044–1045.
34. Greenland S, Longnecker MP (1992) Methods for trend estimation from
summarized dose-response data, with applications to meta-analysis.
Am J Epidemiol 135: 1301–1309.
35. Irving HM, Samokhvalov AV, Rehm J (2009) Alcohol as a risk factor for
pancreatitis. A systematic review and meta-analysis. Jop 10: 387–392.
36. Bagiella E, Sloan RP, Heitjan DF (2000) Mixed-effects models in psychophysiology. Psychophysiology 37: 13–20.
37. Akaike H (1974) A new look at the statistical model identification. IEEE
Transactions on Automatic Control 19: 716–723
38. Glaziou P, Chungue E, Gestas P, Soulignac O, Couter JP, et al. (1992) Dengue
fever and dengue shock syndrome in French Polynesia. Southeast Asian J Trop
Med Public Health 23: 531–532.
39. Kittigul L, Pitakarnjanakul P, Sujirarat D, Siripanichgon K (2007) The
differences of clinical manifestations and laboratory findings in children and
adults with dengue virus infection. J Clin Virol 39: 76–81.
40. Hanafusa S, Chanyasanha C, Sujirarat D, Khuankhunsathid I, Yaguchi A, et al.
(2008) Clinical features and differences between child and adult dengue
infections in Rayong Province, southeast Thailand. Southeast Asian J Trop Med
Public Health 39: 252–259.
41. Balmaseda A, Hammond SN, Perez MA, Cuadra R, Solano S, et al. (2005)
Short report: assessment of the World Health Organization scheme for
classification of dengue severity in Nicaragua. Am J Trop Med Hyg 73: 1059–
1062.
42. Nimmannitya S, Halstead SB, Cohen SN, Margiotta MR (1969) Dengue and
chikungunya virus infection in man in Thailand, 1962–1964. I. Observations on
hospitalized patients with hemorrhagic fever. Am J Trop Med Hyg 18: 954–971.
43. Cox DR (2006) Combination of data. In Encyclopedia of Statistical Sciences,
2nd edn (eds S. . Kotz, C. B. . Read, N. . Balakrishnan and B. . Vidakovic).
Hoboken: Wiley. 1074–1081.

14

September 2013 | Volume 7 | Issue 9 | e2412

Associated Factors of Dengue Severity

59. Nimmannitya S (1987) Clinical spectrum and management of dengue
haemorrhagic fever. Southeast Asian J Trop Med Public Health 18: 392–397.
60. Cohen SN, Halstead SB (1966) Shock associated with dengue infection. I.
Clinical and physiologic manifestations of dengue hemorrhagic fever in
Thailand, 1964. J Pediatr 68: 448–456.
61. Pongpanich B, Bhanchet P, Phanichyakarn P, Valyasevi A (1973) Studies on
dengue hemorrhagic fever. Clinical study: an evaluation of steroids as a
treatment. J Med Assoc Thai 56: 6–14.
62. Chuansumrit A, Puripokai C, Butthep P, Wongtiraporn W, Sasanakul W, et al.
(2010) Laboratory predictors of dengue shock syndrome during the febrile stage.
Southeast Asian J Trop Med Public Health 41: 326–332.
63. Chongsrisawat V, Hutagalung Y, Poovorawan Y (2009) Liver function test
results and outcomes in children with acute liver failure due to dengue infection.
Southeast Asian J Trop Med Public Health 40: 47–53.
64. Nguyen TH, Lei HY, Nguyen TL, Lin YS, Huang KJ, et al. (2004) Dengue
hemorrhagic fever in infants: a study of clinical and cytokine profiles. J Infect Dis
189: 221–232.
65. Harris E, Perez L, Phares CR, Perez Mde L, Idiaquez W, et al. (2003) Fluid
intake and decreased risk for hospitalization for dengue fever, Nicaragua. Emerg
Infect Dis 9: 1003–1006.
66. Guzman MG, Kouri G, Bravo J, Valdes L, Vazquez S, et al. (2002) Effect of age
on outcome of secondary dengue 2 infections. Int J Infect Dis 6: 118–124.
67. Halstead SB (2007) Dengue. Lancet 370: 1644–1652.
68. Gamble J, Bethell D, Day NP, Loc PP, Phu NH, et al. (2000) Age-related
changes in microvascular permeability: a significant factor in the susceptibility of
children to shock? Clin Sci (Lond) 98: 211–216.
69. WHO (1999) World Health Organization. Management of severe
malnutrition: a manual for physicians and other senior health workers
70. Murthy JM (2010) Neurological complication of dengue infection. Neurol India
58: 581–584.
71. Kyle JL, Harris E (2008) Global spread and persistence of dengue. Annu Rev
Microbiol 62: 71–92.
72. Srikiatkhachorn A, Gibbons RV, Green S, Libraty DH, Thomas SJ, et al. (2010)
Dengue hemorrhagic fever: the sensitivity and specificity of the world health
organization definition for identification of severe cases of dengue in Thailand,
1994–2005. Clin Infect Dis 50: 1135–1143.
73. da Costa BR, Rutjes AW, Johnston BC, Reichenbach S, Nuesch E, et al.
Methods to convert continuous outcomes into odds ratios of treatment response
and numbers needed to treat: meta-epidemiological study. Int J Epidemiol 41:
1445–1459.

44. Higgins JP, Thompson SG (2002) Quantifying heterogeneity in a meta-analysis.
Stat Med 21: 1539–1558.
45. Palma S, Delgado-Rodriguez M (2005) Assessment of publication bias in metaanalyses of cardiovascular diseases. J Epidemiol Community Health 59: 864–
869.
46. Cummings DA, Iamsirithaworn S, Lessler JT, McDermott A, Prasanthong R, et
al. (2009) The impact of the demographic transition on dengue in Thailand:
insights from a statistical analysis and mathematical modeling. PLoS Med 6:
e1000139.
47. Widagdo (2008) Blood zinc levels and clinical severity of dengue hemorrhagic
fever in children. Southeast Asian J Trop Med Public Health 39: 610–616.
48. Kabra SK, Jain Y, Pandey RM, Madhulika, Singhal T, et al. (1999) Dengue
haemorrhagic fever in children in the 1996 Delhi epidemic. Trans R Soc Trop
Med Hyg 93: 294–298.
49. Basuki PS (2003) A glance at the von Willebrand factor in dengue virus infection.
Southeast Asian J Trop Med Public Health 34: 559–563.
50. Junia J, Garna H, Setiabudi D (2007) Clinical risk factors for dengue shock
syndrome in children. Paediatrica Indonesiana 47: 7–11.
51. Tantracheewathorn T, Tantracheewathorn S (2007) Risk factors of dengue
shock syndrome in children. J Med Assoc Thai 90: 272–277.
52. Dewi R, Tumbelaka AR, Sjarif DR (2006) Clinical features of dengue
hemorrhagic fever and risk factors of shock event. Paediatrica Indonesiana 46:
144–148.
53. Nguyen TH, Nguyen TL, Lei HY, Lin YS, Le BL, et al. (2005) Association
between sex, nutritional status, severity of dengue hemorrhagic fever, and
immune status in infants with dengue hemorrhagic fever. Am J Trop Med Hyg
72: 370–374.
54. Kan EF, Rampengan TH (2004) Factors associated with shock in children with
dengue hemorrhagic fever. Paediatrica Indonesiana 44: 171–175.
55. Pham TB, Nguyen TH, Vu TQ, Nguyen TL, Malvy D (2007) [Predictive factors
of dengue shock syndrome at the children Hospital No. 1, Ho-chi-Minh City,
Vietnam]. Bull Soc Pathol Exot 100: 43–47.
56. Kamath SR, Ranjit S (2006) Clinical features, complications and atypical
manifestations of children with severe forms of dengue hemorrhagic fever in
South India. Indian J Pediatr 73: 889–895.
57. Khan EF, Rampengan TH (2004) Factors associated with shock in children with
dengue hemorrhagic fever. Paediatrica Indonesiana 44: 171–175.
58. Ray G, Kumar V, Kapoor AK, Dutta AK, Batra S (1999) Status of antioxidants
and other biochemical abnormalities in children with dengue fever. J Trop
Pediatr 45: 4–7.

PLOS Neglected Tropical Diseases | www.plosntds.org

15

September 2013 | Volume 7 | Issue 9 | e2412

