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BT, »OMIELEN TS L XN T35 PCR-
RFLP (restriction fragment length polymorphism, #IfR
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L 7o 4 DNA # gt~ T+ RIS ) TFD
X Fav F U7 DNA(mtDNA) @ cytochrome b 3 OF
12128 rRNA % & A 72 88 % PCR ¥k % Fi\ > CTHEME L
oo TIAT—iCiE, 7 BBOBHBICHVShTY
726 75 4 =<—=D k&5 Gadus morhua,® =< Z On-
corhynchus mykiss ,9 21 A Cyprinus carpiol® ¢ mtDNA
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H L4l ; TAE-L1(5-AAC TTA CAC ATG CAA
GTC TCC GC-3'), H gkl ; TAE-H1(5'-TCT TTG
TAT GAG AAG TAT GGG TGG AA-3'), TAE-H2(5'-
TGT TAC GAC TTG CCT CCC CTT-3") #H\ /=,
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RS2 CT5% 194 7 )V070rs5 3 v 7 RESHE
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o EOEHFIC AV SN/ 5 (= —L14838—H15150
12k 0 340 bp DEFRAVIEIEMT A (cyt DMFH) 23D S
n7: (Fig. 2A),

Fig. 1. Dorsal and fin views of two Platycephalus species.
A and C: Platycephalus sp. 19 (Japanese name:
Magochi), SL=432mm. B and D: P. sp. II®
(Japanese name: Yoshinogochi), SL =458 mm. Bars
indicate 50 mm (A and B) or 10 mm (C and D).
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Fig. 2. (A). Patterns of mitochondrial DNA 12S rRNA
(Lanes 2-7, primer TAE-L1 and TAE-H2) and
cytochrome b (Lanes 8-13, primer L14838 and
H15150) region of two flathead species Platycephalas
amplified by PCR method. Platycephalus sp. 1 (Lanes 2
-4, 8-10); Platycephalus sp. 11 (Lanes 5-7, 11-13);
Lane 1, 100 bp DNA ladder (GIBCO, BRL). (B). Pat-
terns of RFLP in the mitochondrial DNA 12S rRNA
(Lanes 2-7) and cytochrome b (Lanes 8-20) region of
two flathead species Platycephalas. Mse I digest of PCR
product (Lanes 2-13); Alu I digest of PCR product
(Lanes 15-20); Platycephalus sp. 1 (Lanes 24, 8-10,
15-17); Platycephalus sp. 11 (Lanes 5-7, 11-13, 18-
20); Lanes 1 and 14,100 bp DNA ladder (GIBCO,
BRL).
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