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Fig. 1. OPB substrates and cleavage site. OPB substrates have a basic amino acid residue, such as
Arg and Lys, at the P1 site of cleavage.
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Table 1. Specific activity of bacterial OPBs. Enzyme activity of Stm, Re and EcOPB was
determined in 0.02 M Tris-HCl buffer (pH 8.0) and SemOPB in 0.02 M potassium phosphate
(pH 7.8) with various substrates. The amount of enzyme used was approximately 10 ng.
Values were shown in nmol/min.

StmOPB ReOPB SemOPB EcOPB
Bz-Arg-MCA 3130 908 18 105
Z-Leu-Arg-MCA 3440 3498 53 570
Boc-GIn-Gly-Arg-MCA 3499 4258 13 408
Boc-GIn-Ala-Arg-MCA 2470 2996 6 126
Boc-Ala-Gly-Pro-Arg-MCA 3055 3688 6 382
Boc-Val-Leu-Lys-MCA 1333 1849 5 243
Z-Arg-Arg-MCA 1811 1430 337 328
Boc-Gly-Arg-Arg-MCA 1302 663 102 124
Boc-Gln-Arg-Arg-MCA 3275 2228 158 220
Boc-Arg-Val-Arg-Arg-MCA 1306 645 86 170
Boc-Gly-Lys-Arg-MCA 2380 1230 86 370

Boc-Glu-Lys-Lys-MCA 457 519 6 90
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